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Met Thr Leu He Tyr Val 
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61 cttcaatatttacaatggtcccctcaatcacacggatt^ctggttaacattctgttgg 

7 Pro Ser 11c Phe Thr Met Val Pro Ser He Thr Arg lie Val Leu Val Asn De Leu Leu 

121 cgacgttggttttgggagctgcagtcctlxxacgagacaacagaact^ttgcgggagtc 

27 Ala Thr Leu Val Leu Gly Ala Ala Val Leu Pro Arg Asp Asn Arg Thr Val Cys Giy Ser 

181 aactotgcacatggtggracgactecggcgagataaa^ccggtactcctgtacaggcag 

47 Gin Leu Cys Thr Trp Trp His Asp Ser Gly Glu De Asn Thr Gly Thr Pro Val Gin Ala 

241 gaaacgttcgacaatcccgaaagtactctgtccatgtgagcctggcagaccgtaaccaat 

67 Gly Asn Va) Arg Gin Ser Arg Lys Tyr Ser Val His Vnl Ser Leu Ala Asp Arg Asn Gin 

301 tctacgactctttcgtatalsaatcgatacctaggaacggcaatggcagaatttattctc 

87 Phe Tyr Asp Scr Phe Val Tyr Glu Ser Dc Pro Arg Asn Gly Asn Gly Arg He Tyr Ser 

361 ccaccgacx;cacctaacagcaatacattgaatagtagcattgacgacggtatatcaatcg 

107 Pro Thr Asp Pro Pro Asn Ser Asn Thr Leu Asn Ser Ser lie Asp Asp Gly De Ser He 

421 aaccatctctcggcatcaacatggcttggtcccagttcgaatatagacgagatgtcgaca 

127 Glu Pro Ser Leu Gly lie Asn Met Ala Trp Ser Gin Phe Glu Tyr Arg Arg Asp Val Asp 

481 ttaagattactacaatcgatggctcaatattggatggccctttggacatt&ttattcggc 

147 lie Lys lie Thr Thr Ue Asp Giy Ser He Leu Asp Gly Pro Leu Asp De Val Ue Arg 
541 cgacttclgttaagtectcagtcaa 

167 Pro Thr Ser Val Lys Tyr Ser Val Lys Arg Qys Val Gly Gly He Be He Arg Val Pro 

601 atgatcccaatggtcgaaaattetctgttgag 

187 Tyr Asp Pro Asn Gly Arg Lys Phe Ser Val Glu Leu Lys Ser Asp Leu Tyr Ser Tyr Le 

661 ccgacggttcgcaatatgtgacctctggagggagcgtggttggtgtg^agccaaaaaatg 

207 Scr Asp Gly Ser Gin Tyr Val Thr Ser Gly Gly Ser Val Val Giy Val Glu Pro Lys Asn 

721 ccctggtgatctttgccagcxctttcttgccacgggatatggttcctcatatgacaccac 

227 Ala I-eu Val He Phe Ala Ser Pro Phe Leu Pro Arg Asp Met Val Pro His Met Thr Pro 

781 acgacacccagacaatgaagccgggcccaatcaataatggggactggggttcaaagccta 

247 His Asp Thr Gin Thr Met Lys Pro Gly Pro He Asn Asn Gly Asp Trp Gly Ser Lys Pro 

841 tactctacttcccgcctggcgtatactggatgaacgaggatacctctggtaaccccggga 

267 He Leu Tyr Phe Pro Pro Gly Val Tyr Trp Met Asn Glu Asp Thr Ser Gly Asn Pro Gly 

901 agctcggctcaaatcatatgcggctggatcccaatacctactgggtccatctagccccag 

287 Lys Leu Gly Scr Asn His Met Arg Leu Asp Pro Asn Thr Tyr Trp Val Hla Leu Ala Pro 

961 gagcctatgtgaaaggagccattgagtatttcacgaagcaaaatttctatgcaacgggtc 

307 Gly Ala Tyr Val Lys Gly Ala De Glu Tyr Phe Thr Lys Gin Asn Phe Tyr Ala Thr Gly 

1021 ategcgt±ctctcaggtgagaactatgtttateaggccaatgcagctgataactactatg 

327 His Gly Val Leu Ser Gly Glu Asn Tyr Val Tyr Gin Ala Asn Ala Ala Asp Asn Tyr Tyr 
1081 ccgtcaagagtgatggcacaagcttgagaatgtggtggcacaacaaccttggaggcggtc 

347 Ala Val Lys Ser Asp Gly Thr Ser Leu Arg Met Trp Trp His Asn Asn Leu Gly Gly Gly 

1 141 aaacatggttttgcatggggcccaccattaatgcaccgccgtttaatacgatggacttca 
367 Gin Thr Trp Phe Cys Met Gly Pro Thr He Asn Ala Pro Pro Phe Asn Thr Met Asp Phe 

1201 acggaaactctaatatttccagccggattagtgactataagc^ggttegcgcttattttt 
387 Asn Gly Asn Ser Asn De Ser Ser Arg De Ser Asp Tyr Lys Gin Val Gly Ala Tyr Phe 

1261 tccaaacagacggaccggagatctacgaggacagtgttgtccatgacgtcttctggcatg 

407 Phe Gin Thr Asp Gly Pro Glu lie Tyr Glu Asp Ser Val Val His Asp Val Phe Trp His 

1321 ttaatgatgatgccatcaagaratattattrc^ 
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427 Val Asn Asp Asp Ala lie Lys Thr Tyr Tyr Ser Gly Ala Ser He Ser Arg Ala Thr He 

1381 ggaagtgtcacaatgacccgatcatacagatgggctggacgtcacgaaatr:tx:accggaa 

447 Trp Lys Cys His Asn Asp Pro He He Gin Met Qy Trp Thr Ser Arg Asn Leu Thr Gly 

1441 tragcattgataacctgcacgtcatccacacgagatatttcaaatctgaaacagtggttc 

467 lie Scr He Asp Asn Leu His Val lie His Thr Arg Tyr Phe Lys Ser Glu Thr Val Val 

1501 cttcagcaatcattggagcgtctccattctacgcaagtggaatgactgttgatcccagcg 

487 Pro Ser Ala He He Gly Ala Ser Pro Phe Tyr Ala Ser Gly Met Thr Vat Asp Pro Ser 

1561 agtccatcagcatgaccatctctaacgtggtgtgtgagggtctatgcccctcactgttcc 

507 Glu Scr He Scr Met Thr De Ser Asn Val Val Cys Glu Gly Leu Cys Pro Ser Leu Phe 

1621 gtatcactccgcttcagagctacaacaaccttgttgtcaagaacgtggcctttcccgatg 

527 Arg He Thr Pro Leu Gin Ser Tyr Asn Asn Leu Val Val Lys Asn Val Ala Phe Pro Asp 

1681 gactgcagacaaatccaatcggaataggagagagcattataccagcagcttccggctgta 

547 Gly Leu Gin Thr Asn Pro De Gly He Gly Glu Ser He He Pro Ala Ala Ser Gly Cys 

1741 caatggacttggaaatcacaaactggaccgtcaaaggacaaaaagtcaccatgcaaaact 

567 Thr Met Asp Leu Glu He Thr Asn Trp Thr Val Lys Gly Gin Lys Val Thr Met Gin Asn 

1801 ttcagtccgggtCTcttggccagttcgatatcgatggttcatactggggtcaatggtcca 

587 Phe Gin Ser Gly Ser Leu Gly Gin Phe Asp He Asp Gly Ser Tyr Trp Gly Gin Trp Ser 

1861 taaac^agctattcccattcacctgagtettttcgtgggttcaatgagttcttgto 

607 He Asn * 

1921 tgatggggcccttgctagtggtaaaagtagagggacttgtcctcgccgggcgccaag£aa 
1981 gttcatgtcttctagtti^ 
2041 aaaaaaaaaaaa 2052 
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